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This study aimed to enlarge our current knowledge on MHC-haplotype diversity focusing on
the most common horse breeds in the Iberian Peninsula.
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HapPRE10 (20,1%) HapPRAO2 (28,1%) HapPREOQ9 (9,1%) HapPREO6 (18,2%)
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Key references: Tseng et al., 2010. ldentification of equine major histocompatibility complex haplotypes using polymorphic microsatellites. Anim Genet;41 Suppl 2:150-3; Berglund & Schnabel, 2017. Allogeneic major histocompatibility complex-mismatched equine bone marrow-derived mesenchymal stem cells are targeted for death by cytotoxic anti-major histocompatibility complex antibodies. Equine Vet

CONCLUSIONS

- MHC-haplotype diversity in horses = similar to that
reported in other breeds: 2-3 predominant
haplotypes + lower frequency of the remaining

- High diversity of MHC-haplotypes:

- Among _different _equine populations: all the

defined haplotypes except ten were new in this
study (compared to almost 500 previously
reported haplotypes)

- Within Iberian breeds studied: few haplotypes are

shared between PRE and PR3 > GENE
CONSERVATION
- Polymorphism of studied MHC regions = Allele 156
and 270 highly conserved in the equine species.
- MHC genetic typing —> highly valuable tool to
conduct research in allogenic cell therapies (donor-

recipient matching).

Larger sample needs to be examined, but this study
provides relevant information to gain insight into the
extent of MHC-haplotype variability in horses, which
is valuable for genetic diversity and future transplant-
based therapies requiring donor-receptor MHC

matching in horses.
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